OpenChrom ZK-{EF /9 6_Process A E T FEEH

kL
(& (L&) WHAMRNS, L& 201206)

BT 547d OpenChrom 2 —3KH T (i, Bk, Juilbs B BIFIRE 1T . T RAAL A
RS KRR, SCRREAR . TEUH AR R RN ERE RS, F1 Windows,
macOS, Linux. ATHI/MA T ARG IRAEMITE, B0 RigER, SRR, REkior
BB, Amdis BN . ARRSr4 Process ABEIE FEAE T -

TEH RN T GCMS Bl ab PR FAGAE, BT T = HE o
I GCMS Hdle SCr, 2 DA 55— SCE

WEAG Y, EOE A EE ST, Peak Detector>First Derivative.

=

SRR, FEEE ] A B S 5, % Peak integrator>Peak Integrator Trapezoid.

=
s

U 5E, (RS T A 5 T, 1% Peak Identifier> NIST(extern)ak Library File (MS).

KRR A B, A 3 DRIRIERTE SR WRin B e, Bt Em—4
AP IR . RRAGLBEERETNE, B UDEBEIRIE R AE -, R,

1 fIE process method ACFRITFE 1k
R AT EEX) Preference, AN BT AH N % B
1.1 7E Processors SEH.T - Create Process Method



B8 OpenChrom Lablicate Edition (Mclafferty) - x
File Chromatogram Processors Plug-ins Window Help

WaEl< © % v Create Process Method

= DataE.. Praje” Trace Compare

*. Peak Identification Batch Process

2. Mass Shift Detector
@ % » Chromatogram Batch Process

Sample Quant Report

vRavEds QBRI Sd

evaldemo [MSD] * 4 *ODP mix std [MSD] =0

@ T Default ~| |8 [ (&

Chromalagram: ev .. ¢reate Retention Index File <ote g 14000
Stop RT[.. Width Scan#at.. S/N LA~ ’ : E s 12000
5174 o010 17 3.285 0. 2086 3 3 % 100.00
5.302 0020 32 834695 1 3 i 2000
5383 0008 44 10681 1 3.066 L
6.456 0022 176 1017.881 1 ; 60.00
7.761 0022 339 254160 1. 20E6 ‘ il 000
8626 0019 444 1.279 0. . 3
8930 0009 486 4451 0. . f g 20.00
8987 0017 490 10027 0 | ! ).
9.796 0018 593 5834 |11 520 540 560 580 600 6.20 640 5.50@7‘00 7.20 740 760 7.80 8.00 B.20 840 860 880 9.00 920 9.40 9.60 9.80
aocn ani7  ans 2 Time [min]
Number Peaks: 10 /10| Scans: 0/ 0 = &
@ Edit History ® Targets = B Oconsole & Scan Chart * = B ®Feedback 1 Scan Table =0
@ Azl 1605 =R Type Descripti.. Message  Date Propose. ~
“INFO  NISTPea.. Thepesk.. SatSep..
Scan: 1| RT: 5.03 | Rl: 0| Detector: MS1 | Type: Centraid | Signak: 100147 Scan: 1| RT: 5.03 | R 0| Detector: MS1 | Type: Centroid | Signak: 100147 “INFO  NISTPea.. The peok.. SatSep
“INFO  NISTPea.. Thepesk.. SatSep..
V.. Ra. Name CAS Match Fa... Reverse .. 118,100 10000 “INFO  NISTPea. Thepesk. SatSep .
1064 105.05 “INFO  NISTPea.. The pesk.. SatSep
57.20@50.05 50.00 “INFO  MNISTPea.. Thepeak.. SatSep.. |
L bl 1o | INFO  NISTPea. Thepeok. SatSep '
400600800 1200 1600 2000 “INFO  NISTPea.. Thepesk. SatSep..
= B Ton [m/z] “INFO  NISTPea.. The peak.. SatSep. .
Ao Chromtogram < >

& 1 $TFF Create Process Method
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File Chromatogram Processors Plug-ins Window Help
WeR|< SEAN TSR S AV B R S SR CR N R AT - N EHOR ) |
“DataE.. Project. I=Seque.. 4-Peak/S.. ®* = T . *evaldeme [MSD] % &i*ODP mixstd [MSD] =o
|
@ [T pefaut ~|[5][2] [= = [@][E
o [a|[= = - e .
u | | Select Data Categories [u] X .
Chromatogram: evaldemo i 40.00
[ StopRTL. Width Scan#at.. SIN L e e : s g 12000
) oo0 |17 . 0‘| | asé chaose the desired categaries to create a new methad. ] 10000
5.302 0.020 32 834695 1 ar E T & i 2000
5383 0008 44 10681 1 ® Chromatogiaphy i
6456 0022 176 1017.081 1 5%‘;‘;‘)":& -L - £ Leooo
uadrupale; lonTrap, .. i
7.761 0022 339 854160 11 EIWED (v vdDAD” ) 3000
8626 0019 444 1.279 [ 115D Raman, FT-IR. .) 1 o
8930 0009 486 4451 0. O Spectroseapy E
8987 0017 490 10027 0 oo J
979 0018 593 , GfllR (Nuciear magnetic resonance) 40 860 880 9.00 920 940 960 9.80
CE) nnav ' aNne EELT] ,‘! | O rometry
- MALDI-TOF
Number Peaks: 10/ 10| Scansi0 / 0 < >
(@Edit History @Targets % . - Fin Cancel i Scan Table =0
@F T e e T Descripti.. Message  Date Propose. ~
YINFO  MISTPea. Thepeak. SatSep.
Sean: 1| RT:5.03 | Ri: 0| Detector: MS1 | Type: Centraid | Signal: 100147 Sean: 1| R: 5.03 | RI: 0 | Detector: MS1 | Type: Centroid | Signal: 100147 FINFO  NISTPea.. Thepeak. SatSep
= “INFO  NISTPea. Thepesk. SatSep..
V. Ra. Name cAs Match Fa.. Reverse . 119.100 100.00 VINFO  NISTPea. Thepeak.. SatSep..
‘ 1,064 105.05 “INFO  NISTPea.. Thepesk.. SatSep..
57.10@50.05 50.00 YINFO  NISTPea.. Thepeak.. SatSep..
[T 1 . ] “INFO  NISTPea.. Thepeak.. SatSep
400600800 1200 1600 2000 “INFO  NISTPea. Thepesk. SatSep..
<™ B Ton [m/z] “INFO  MISTPea. Thepeak.. SatSep. .
Auto_Chromatogram < > [Details €]
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HER| O e MUY mrfr v drOrErur@osQEOED

“DataE. iProject. =Seque.. “Peak/S. * = T .%evaldemo [MSD] * L*ODP mix std [MSD]
&l

EEENEEEEER

(0 ] eteat ] ] [ [2] &

Chromatogram: evaldeme o E o.00
. StopRTL. Width  Scan®at.. S/N B & Process Method x| 3 120,00
5174 oo 17 3285 o T |« Programs > OpenChrem » v O P Search OpenChrom o000
5302 0020 32 834695 1. 2000
5383 0008 44 10681 1. Organize = New folder (]
6456 0022 176 1. - 60.00
2 Name Date modified
e : #otrems
: - ! configuration 9/1/2023 2:00 PM
8930 0009 486 o MW Desktop 2000
7 features 8/31/2023 1:45 PM
8987 0017 490 [ ¥ Downloads # 1 p2 8/31/2023 1:45 PM
9796 0018 593 1. & Documents # . 960 9.80
oo . v - plugins 8/31/2023 1:46 PM
< ﬁ > & Pictures A 7 temp 9/21/2023 5:33 PM
Number Peaks: 10 / 10| Scans: 0 / 0 < ' OpenChrom
o © temp111223m.
fargets x
D@ Targets © training_SH
BEEEE " i

v

e . RIS

Scan: 1| RT: 5.03 | Rl: 0| Detector: MS1 | Type: Centraid | Signak: 100147

V.. Ra. Name cAs Match Fo.. Reverse .. Save 2 type: Process Method(-oc)
— [ o |
< I » Ton [m/z] NIST Pea... The peak...

futo Chromatogram < I

[# 3 Process Method

S F, B0 PM_test, Save. VER Proce 144 J5 4%
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WREA|IDi¢D MAY mvdrAv dvErEvmviBred B

= o

“DataE. WProject. =Seque.. +Peak/S.. * = T .*evaldemo [MSD] ~I*ODP
L

EEENEEEREEE

Chromatogram: evaldemo

. StopRT[. Width Scan#at.. S/N
5174 0.010 17 3285 [}

5302 0020 32 834,695
5383 0.008 44 10.681
6.456 0022 176 1017.881
7.761 0022 339

8626 0019 444 1278

8930 0009 486 44
8987 0.017 A
9.796

aaan
<

*TrRRBTIRCE
B OConsole 4 Scan Chart = O feedback | Scan Table [dd a process methad. |8
EEEEEEEEEEE punolll vl e

The peak . SatSep .

Scan: 1| RT: 5.03 | RI: 0 Detector: MS1 | Type: Centroid | Signal: 100147 The peak... Sat Sep ..
The peak.. SatSep..

119.100 | 10000 The peak_. SatSep ..

1064 1°5-°T The peak... SatSep ..
ST.MDS{ 5000 The peak.. SatSep .

Lo bl 1 ¥ | The pesk... SatSep .
400600800 1200 1600 2000 The peak.. SatSep ..

Ion [m/z] The peak_. Sat Sep .

< I
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s A PR TS E NS, Add a process method ¥ IN—ANb BRI FE i



File Chromatogram Processors Plug-ins Window Help

RS e MAY v L iw v [E : e
g 1B Settings ul x =
“DataE.. [Project.. ©=Seque.. “Peak/S.. ® ~ 9 .vg (=
| Process Entry =
\@ 1 [&@ = [al [ [E ® Please select a category.
Def v+
Chramatogram: evaldeme Category b o
Slop RT[.. Width Scan#at.. S/N Lo~ ”
5.174 000 17 3285 [ Processor
5.302 0020 32 834695 1 .
5383 0008 44 10681 1
6.456 002 176 1017881 1
7.761 0022 339 854160 1.
8626 0019 444 1279 o
8930 0009 486 4451 0.
8987 0017 490 10027 0
9796 00a 593 91583 1
CE) nnav &ne EELT) .Y
>
Number Peaks: 10 / 10| Scans: 0 / 0 I v X%E Be
@ Edit History ® Targets i Scan Table =0
Descripti.. Message  Date Propose.. ~
@ 4| e -
] Sl i) NIST Pea... The peak.. SatSep..
Scan: 1| RT: 5.03 | RI: 0| Detector: MS1 | Type: Centraid | Signal: Yo m7=——SCan:T[ KI=303 [ KIrU | DeTECIOr: WIS T TyPe: Centoi T SIghat Tou Tar———wrivro=—" NIST Pea.. The peak.. Sat Sep
“INFO  NISTPea. Thepesk. SatSep
V.. Ra. Name CAS Match Fa... Reverse .. 118,100 10000 “INFO  NISTPea. Thepesk. SatSep .
1064 105.05 VINFO  NISTPea. Thepesk. SatSep.
57.10@50.05 50.00 YINFO  NISTPea.. Thepeak. SatSep.. j
[T 1 . ] “INFO  NISTPea.. Thepeak. SatSep '
400600800 1200 1600 2000 “INFO  NISTPea. Thepesk. SatSep
o B Ton [m/z] “INFO  MISTPea.. Thepeak.. SatSep. .
asto Chromatogam ‘ » E
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%K. Setting ¥ &, Process Entry, fE Category. i%+$ Peak Detectors

& o
file Chromatogram Proce s Window Help
I R R P R ) ey e — -_— - N
ettings.
* Data Explorer i Project Expl.. = Sequence E... 9 ey (=
Drives Home Waorkspace User Location Process Entry E
= D Pplease select a processor.
Defl . N .. ] v %
» AL CN41230A14.D -~ Category t
[}
> AL CN412308B14.D
F = N .
£ COFFEEBEANT#.FIN [Peck Detector
> @ CoffeeBean_Yunnan Cumbirlud Chrematogram and Peak Integrator ~
 colorcoton P e ——
» @ contamination test FMkEXDth
> & Dele Poak Filter
> & EnvDemo | |peak identifier
© L evaldemodd Peak Integrator
A evaldemo2.d |Peak Massspectrum Fitter
+ & Feinigo Peak Quantifier
r Progess
» = fengtao
. . = Scan |dentifier
< > Scan Massspectrum Filter
iz Open Selected Measurements =1 | Systam I - X%D -
. . User Interface hd - : =
@ Edit History ® Targets 1 Scan Table * =0
1] e Finish Cancel EEL - B |G

Scan: 1 | RT: 5.03 | Rl: 0] Detector: MS1 | Type: Centroid | Signak RouTa—— SCan: T 103 | KI-U T Detector: VST | Typer Centrow | SIgnas TouTa7—SeancTwr: 5.03 | Rl: 0 | Detector: MS1 | Type: Centroid | Signal: 100147

- lon 7] Intensity Intensity [%)] [ad
V.. Rai. Name AS Match Fo.. Reverse .. 119.100 100.00 /2 v i
105.05! + 27950 34950 238811
1064 i . 28.950 as7.0 5.8558
50.00 -
‘ L ?W'}?S N | 30750 595.0 40656
4(;06003;]0 1200 T;Oﬂ 200.0 L3190 25760 176016
- - - ; +39.100 694.0 47421
E 47 ™ - > Ton [m/z] 1 40100 6580 44961 v
Agto  Chromatogram < > Signals: 51

—— . - .140M of 1024M T
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Hed dica|@ayavrdy v dv v [

= Data Explorer ©Project Expl.. I=SequenceE.. -~ O .
Drives  Home Workspace User Logation

D Settings

Process Entry

Implementation of a first derivative peak detectar.

+L CN41230A14.D -~

Category

2L CN41230814.0 ‘M

4 COFFEEBEAN1#.FIN

& CoffeeBean_Yunnan [ | Processor

& coler_cotton First Derivative

& contamination test

= Dele

= EnvDemo

L evaldemo.d

L evaldemo2.d

& Feiniao

Bf!ngthl ©
< IE— >

| i1 Open Selected Measurements

@ Edit History @ Targets *

Scan Table *

EEEE

*vXRBTIRCE

BEEEEFEEE

25.03 | RE 0| Detector: MS1 | Type: Centroid | Signak: 100147

Scan: 1| RT: 5.03 | Rl: 0| Detector: MS1 | Type: Centroid | Signak -
V.. Ra. MName CAS Match Fa.. Reverse ..,
< >
Auto  Chromatogram

< I——

T TreuT TIYP TIgr w T
119.100 lon [myz] Intensity
105.0 100.00 427950
1084
57.10080.0 000
I, hodl Lo
400600800 1200 1600 2000
Ion [m/z]

Finish

B 7 EFES N

B Openthrom Lablicate Edition (Mclafferty)
File Chromatogram Processors Plug-ins Window Help
HeRlovies mar ..-sz.v,.x-Eva

= Data Explorer ©Project Expl.. I=SequenceE.. -~ O .

D Edit Processor Options

Select the options for First
Implementation of a first derivative peal

Drives Home Workspace User Logation

> L CNA1230A14.D -~
AL CN41230814.D
4 COFFEEBEAN1#.FIN
& CoffeeBean_Yunnan |
& color_cotton
& contamination test
= Dele
= EnvDemo
L evaldemo.d
L evaldemo2.d
& Feiniao
5 & fengtao
. o

| i1 Open Selected

© Edit History ® Targets *

~
||

EEH

0] |

FSm Toble

Scan: 1| RT: 5.03 | RI:

*vXRBTIRCE

BEEEEFEEE

5.03 | RE: 0| Detector: MS1 | Type: Centroid | Signak: 100147

Intensity [%] ~
2318811 |

40656
17.6016

47421

44961 hd

Intensity

i e T—— T TS0 34950

1084 i i } 4.28950 as7.0
sr.mose{ [

o d ot L ] : ::’;; :‘;;20
40.0 60.0 80.0 1200 160.0 200.0 139100 694.0
> Ion [m/z] 440,100 658.0

< > Signals: 51

155 M of 1024M T
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HEE|dvca@ayavrdyiv ivIvEvuavEhes QB0 &d

* Data Explorer Project Expl.. 1= SequenceE.. = 7 . evaldemo [MSD]

Drives Home Workspace User Logation

21PM_testocm [MSD]

EE | Default Profile
~

+L CN41230A14.D

AL CN41230814.D

4 COFFEEBEAN1#.FIN
& CoffeeBean_Yunnan
& color_cotton

& contamination test
= Dele

= EnvDemo

A evaldemo2.d
 Feiniao
> & fengtao

< I— >

Deseription Type
Implementation of a first der... (MSD]

Settings
defaults

D

| i Open Selected |

@ Edit History @ Targets *

EEREEEE

Scan: 1| RT: 5.03 | Rl: 0| Detector: MS1 | Type: Centraid | Signak: 100147

V.. Ra. Name CAS Match Fa.. Reverse ..

Aute  Chromatogram

~ B OConsole a Scan Chart %

BEEEEEEEEE

Scan: 1| RT: 5.03 | R 0| Detector: MS1 | Type: Centroid | Signak: 100147

B @Feedback 1 Scan Table *

FTRERBT LR E

119.100

5050

. S?.WDS{ 1o i

L bl 1 M|
1200 160.0 200.0

40.0 60.0 30.0
Ion [m/z]

< I——

1.0e41-

[FIRE TR IR IR 73 25 o

B OpenChrom Lablicate Edition (Mclafferty)
le Chromatogram Processors Plug-ins Window Help

B9 ARt 75

HER|¢IDicr @AY mvdvy iy dv@D~[g

D Settings
= Data Explorer @ Project Expl.. =SequenceE.. = & .J@j
Drives Home Workspace UserLocation Pracess Entry

AL CN41230A14.D

L CN41230814.0

£ COFFEEBEANT#.FIN
i CoffeeBean_Yunnan
@ color_cotton

& contamination test
= Dele
= EnvDemo

L evaldemo2.d
& Feiniao

» & fengtac
. —

\ e

@ Edit History © Targets *

Scan: 1| RT: 5.03 | Rl: 0| Detector:

D

[rmsh ][ concel

Scan Table %

FTRERBT LR CE

EEEEEENE

1 i - TRr5.03 | RE: O | Detector: MS1 | Type: Centroid | Signak: 100147

119.100 lon [my/2] Intensity Intensity [3] =

. 105.0! T 10000 427950 34950 238811 ||
R o - 428950 8570 58558

20080, - lsom - L

L ?'Jj 1 j||Dg{ L 430750 595.0 40656
400600800 1200 1600 2000 31950 25760 17.6018
i : 439,100 694.0 47421

Ton [m/z] 440100 6580 44361 v

< > | signals: 51
l165M of 1024M |0
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HEE| ¢S e @Ay avdvivivODrBvmrgrs B0 sl
= Data Explorer & Project Expl.. I=SequenceE.. - O .evaldemo [MSD] =1*PM_testaem [MSD] *
Drives  Home Workspace User Logation

| Default Profile
> +LCN41230A14.D ~ - P
» L CNA1230814D Name. Description Type Settings D
£ COFFEEBEANT#AN & First Derivative Implementation of a first der... (MSD] defaults PeakDetect..
+ & CoffecBean Yunnan [ El Peak Integrator Trapezoid  This extension point tries to .. [MSD, CSD, WSD... defaults org eciipse...
» & color_cotton
> & contamination test
» = Dele
> = EnvDemo
» A evaldemo.d
> evaldemo2.d
> & Feiniag
» @ fengta .
< Ik >
| i Open Selected Measurements | +vREBT LR O E
© Edit History ® Targets x = P Oconsole & Scan Chart x " ®Feedback 4 Scan Table * -0
EEREEEE BEEFEEFEE BEBEEEFEEE
Scan: 1| RT: 5.03 | Rl: 0 | Detector: MS1 | Type: Centraid | Signal: 100147 Sean: 1| RT: 5.03 | RI: 0 | Detector: MS1 | Type: Centraid | Signal: 100147 Scan: 1| RT: 5.03 | RI: 0 | Detector: MS1 | Type: Cumnldli\gnal
I Intensity ~
V. Ra. Name CAS  MatchFo. Reversc.. i 119,100 | 10000 on fmve] [
105.0! - “ 278950 34950
1.064
L ! s000 428950 857.0
I, hodl Lo ]
40.0 60.0 80.0 1200 160.0 200.0
< > Ton [m/z]
Auto  Chromatogram <

B 11 RmiER 525
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OpenChrom Lablicate Edition (Mclafferty} . g %
P )
File Chromatogram Processors Plug-ins Window Help
WeE|¢Y e MUY ery ErirdvyEDvE
= D Settings .
= Data Explorer s Project Expl.. 1= Sequence E... =1 B L
Drives Home Workspace User Location Process Entry
This plugin uses the NIST library
> L CNA1230A14D
> L CN41230814.D D
£ COFFEEBEANT#.FIN Peaernnct.
> & CoffeeBean_Yunnan org eclipse...
> @ color_cotton
> & contamination test
» = Dele
> & EnwDemo
» #hevaldemod
» ol evaldemo2.d
> & Feiniao
» = fengtao
< I —
‘ = +-uRRTLBCE
@ Edit History @ Targets ¥ Scan Table % =L
[ | FEEEFERE
T ~WISTTYP T - TRz 5.03 | RI: 0| Detector: MS1 | Type: Centroid | Signal: 100147
119.100 lon [myz] Intensity Intensity [%] A
105.0 100.00 427950 24950 238811 |
1084 428950 8570 58558
2050, 50.00 s §
L ?‘J 1 ||°51 | | 430750 595.0 40656
400600800 1200 1600 2000 31350 2160 e
o i . 4.39.100 6940 4741
Ton [m/z] 4 40.100 6580 44961 v
> Signals: 51

72M of 1024M T
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file Chromatogram Processors Plug-ins Window Help
HeR P AT T L A Ay Oy IvR vy EEs AR
= Data Explorer iProject Expl.. =SequenceE. ~ O .levaldemo [MSD]  1*PM_testoem [MSD] * =0
Drives Home Workspace User Location 3|
= [ g
Default Profile v |[#
> L CN41230A14D ~
s ACKA1230B14D Mame Description Type Settings D
£ COFFEEBEANTEEIN &l First Derivative Implementation of a first der... [MS0] defaults PeakDetect..
+ & CoffeeBean Yunnan El Peak Integrator Trapezoid  This extension point fries to ... [MSD, CSD, WSD,... defaults org.ediipse...
& collr_cotton El NIST fextern) This plugin uses the NIST libr... [MSD] defaults Peakidentit_
» @ contamination test
> = Dele
> & EnvDemo
> ol evaldemo.d
A evaldemo2.d
> & Feiniao
w0 .
< >
iz Open Selected Measurements +FTRERT LR E
@ Edit History ® Targets = B Oconsole & Scan Chart * = B ®Feedback 4 Scan Table * =0
=] 1ELE ElEEEEEEEL = EREEEEEEE
Scan: 1| RT: 5.03 | RI: 0| Detector: MS1 | Type: Centraid | Signal: 100147 Sean: 1| R: 5.03 | RI: 0 | Detector: MS1 | Type: Centroid | Signal: 100147 Sean: 1| RT: 5.03 | RE: 0| Detector: MS1 | Type: Centroid | Signak: 100147
lon [my/2] Intensity Intensity [%] ~
V.. Ra. Name A5 Machfo. Reverse.. 119.100 10000 /2 Y ™
105.05 . £ 27950 3495.0
1064 i 28950 8570
57.100/50.05 s0.00
o, kot 1. L L2070 2950
400600800 1200 1600 2000 S2120 Sitl
S ! ! +39.100 6940
o > Ion [m/z]  40.100 658.0 v
Aute  Chromatogram < > signals: 51
B 7am of 1024m
3 A S
& 13 Fmigte xR
— N . N TR TG = A
STy TJ" 0y = )
AJHE, A G Peak Filter (F2 BRIt BEH 40 AN e BEHIIE)
B8 OpenChiom Lo
File Chromatogram Processors Plug-ins Window Help
Y S| @AY vy iy v [T [E e -~ - o i
— 1D Settings o X =
~DataE. WProject. '=Seque. xPeak/S. x T B g =
B Process Entry o
q| @ » @ Please selact a processor.
Def| _ . - - MIE
Chromatogram: evaldemo { category F | - o
Stop RT[.. Width  Scan# at_. S/N Le A Peak Filter i_ ‘ '[ %
5.174 oot 17 3285 o Processor
5302 0020 32 834695 1 ‘ l f
5383 00es 44 1068111 Activate/Deactivate by Classification -
6456 0022 176 1017881 1 Activate/Deactivate for Analysis
7.761 0022 339 854160 1. Ambiguous Peak Remover
8626 0019 444 1.279 )
8930 0009 486 4451 o \Area Percent Filter
8987 0017 490 10027 0 SSEE""I'::)‘;::’
te rations.
9796 0013 593 915834 1
ol L T
> chIsle Peaks by Quantitation
. | IDelete Peaks by Target L
Number Peaks: 10 /10| Scans: 0/ 0 Delate Peaks by Trsce + v X%E B
Delete Quantitation References -
@ Edit History @ Targets ¥ Delete Quantitations i Scan Table e
Delete Standards _ 1| Deseripti.. Date Propose... ~
Finish Cancel NIST Pea.. Sat Sep ..
Scan: 1| RT: 5.03 | RI: 0| Detector: MS1 | Type: Centroid | Signal: Tou; SEANT TR TR U T DeTeCTor WIS T TYPer Centoi T SIgaE TouTar P NIST Pea.. . SatSep..
— | r “INFO  NIST Pea, Sat Sep ..
V.. Ra.. Name cas Match Fa... Reverse ... 100.00 “INFO  MIST Pea.. . SatSep..
FINFO  NIST Pea.. . SatSep..
50.00 “INFO  NIST Pea.. SatSep .
“INFO  NIST Pea.. . SatSep..
400600800 1200 1600 2000 “INFO  NIST Pea.. SatSep .
Pl ™ m » 5| Ton [m/z] HINFO  NIST Pea. SatSep .. »
Auto_ Ehromatogram < > [oaai v]

)&, Mdi*PM . test.ocm[MSD],

o

& 14

AN &

OK, f#71F process method AP FE 5% .



File Chromatogram Processors Plug-ins Window Help

W S MUY v L Ay ivODvEvaryEns QB0 S
= Data Explorer iProject Expl.. =SequenceE.. ~ O .Jevaldemo [MSD]  1*PM_testoem [MSD] * =0
Drives  Home Workspace User Location g
Default Profile v |[#
> L CN41230A14.D -~ 1D Save Parts o L = -
> AL CNAT230B14D Name Settings D
£ COFFEEBEANT#AN &l First Derivative RS defaults PeakDetect..
& CoffecBean Yonnan El Peak Integrator Trapezoid WSD.,... defaults org.ediipse...
© color_cotton £ NIST fextern) PM_test.ocm [MSD] defaults Peakldentit
» @ contamination test
> = Dele
> & EnvDemo
L evaldemo.d
A evaldemo2.d
> Feiniao
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