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Buvevdviv ivODvHvmvy@dcts QB0 &
Hide Targets T -
Hide Scan Chart L4503
I Hide Scan Table O % [Defaun ~|[= [ [2 2[4 [T ][0
A2 %/ & Show Molecule
% Hide Scan List H I £ 3
Chromatogram: evaldemo & Show Scan Subtract i s
A Type RT[min] RRT[miZ Show Scan Combined . 80.00
~PEAK 5278  ogooo * ShowScan Comparison
9 4 PEAK 6431 D000 & Show 60.00
@ APEAK 7737 0000 [ Hide £6 |
© 4 PEAK 9187  DODD ¥ Settings { 4000
© 4 PEAK 9772 0000 .
10E6
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mﬂ 540 560 5.80 6.00 620 640 6.60 680 7.00 7.20 7.40 7.60 7.80 8.00 8.20 840 8.60 8.80 9.00 9.20 9.40 9.60 9.80
< > Time [min]
Number Peaks: 5 /5 | Scans: 0/ 0 < >
@ Edit Histary @ Targets = B OConscle + Scan Chart = = B M Feedback + Scan Table = -a
pEEE BlIEEERIEEE EEEEE = E R
Peak | Center RT: 9772 | Center RI: 0 | Signal: 55070101 Peak Scan | RT: 9.772 | RI: 0| Detector: MS1 | Type: Centraid | Signak: 3 Peak Scan | RT: 9.772 | Rl: 0 | Detector: M1 | Type: Centroid | Signa: 3
V. R Neme  CAS  MatchF. Reverse. Matchf. | 106 74.100 100.00 ‘037";;;] m;;‘?m !n;ian;‘lfw "] :
L .
U b Hexad. 112-39-0 94800 94900  0.000 8.050 ; - -
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# Hexad.. 112-39-0 93300 93400  0.000 e i X o050 9620707 01016
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i 8 ® .7 |22 Hide Peak List
I Show Peak Traces £ +
Chromatogram: evaldemo 4 Show Peak Scan Comparison I 5
A Type RT[min] RRT[min] R Show Molecule 80.00
L PEAK 5278 0000 0 /- Show Peak Quantitation List
9 4 PEAK 6431 0000 O z:"w :le:anmt?uon 60.00
@ ~PEAK 7737 0000 o Showlntegration |
< . PEAK 9187  ogop o ShowPenalty Calculation . [ | { 4000
© ~PEAK 9772 0000 0¥ Show
Hide |
5 Settings ! , 2000
L
mZU 540 560 5.80 6.00 6.20 640 6.60 680 7.00 7.20 7.40 7.60 7.80 8.00 8.20 840 860 880 9.00 920 9.40 9.60 9.80
< > Time [min]
Number Peaks: 5 /5 | Scans: 0/ 0 Y | A 2
@ Edit History @ Targets * ~ B OCgnsole & Scan Chart * = B (Feedback + Scan Table * =e
o ERE [P E o= EEE EE & EEEEE
Peak | Center RT: 9.772 | Center RI: 0 | Signak: 55070101 Peak Scan | RT: 9.772 | R 0| Detector: MS1 | Type: Centroid | Signal: 3 Peak Scan | RT: 9772 | RI: 0 | Detector: MS1 | Type: Centroid | Signal: 3
V. R Name  CAS T MalchP. Reverse. MatehF. | Tor6{ 74100 10000 ‘037“;;?}] m;;l?m !n;ian;“lfw . :
L .
¥ Hexad.. 112-39°0 94.800° 94900  0.000 87.050 = 2 =
; rw 5065 1 28050 9062.0742 09572
i @ Hexad.. 112-39-0 93600  93.600 - 0.000 | | 50.00
3.135. 143.150 1 29050 319020059 33697
# Hexad.. 1123001 93300 93400  0.000 e 1 X oy 620707 o016
. H““:-- 1'1;:22 if':: 23']& gﬁg . 500 1000 1500 2000 2500 £ 30950 2504.4282 02740
0 F " - - Ton [m/z] £ 31.950 32646068 03448 <
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MavavdvivivdvEdrmvBoeQNo D
“DataE.. ‘sProjec.. '=Seque.. +Peak/. x = 89 .levaldemo [MSD] * = B & Comparison Scan * =a
i © % Deraunt ~| & [ [&] [=] W [E ] [@ e
[ x| [ [#] &l [@
. . . [U) UNKNOWN MS = RT:9.772 | RE:0
Chromatogram: evaldemo H E T
H 10£3 74.100 100.00
A Type  RT[min] RRT[min] RI  Area 306 8000 ah.050
PEAK 5278 0000 0 442745 soezd . 5000
@ - PEAK 6431 0000 0 698725. 60.00 ’ 431006100 143.150 '
PEAK 7737 0000 O 590112 2066 1 e 4w w-»ﬁd,,,. R —
PEAK 9.167 0000 0 223584 4000
< APEAK 9772 0000 O 550701 ‘ -soe2{ ¥ -50.00
1.0E6 87.000
20,00 -1.063 74,000 -100.00
h 500 1000 1500 2000 2500
550 6.00 650 7.00 7.50 8.00 8.50 5.00 (ET Ion [m/z]
< > Time [min] < >
Mumber Peaks: 5 /5 | Scans: 0/ 0 < > [R] REFERENCE MS = NAME: Hexadecanoic acid, methyl ester | CAS: | RT: 0.0 ]
@ Edit History ® Targets x = B OConsole « Scan Chart x = B ®Feedback + Scan Table =0
= N EEEEEEEE = o] | E & =] =] =
Peak | Center RT: 9.772 | Center RI: 0 | Signal: 55070101 Peak Scan | RT:9.772 | RI: 0 | Detector: MS1 | Type: Centroid | Signak: 3 Peak Scan | RT: 9.772 | RI: 0 | Detector: MS1 | Type: Centroid | Signal: 3
I Intensit Intensity [% ~
V. R. Mame  CAS MatchF.. Reverse.. MatchF. ~ 10864 74.100 100.00 03?[[;;] 1"1:;?;1” 1";;;“ !
5 Hexad.. 112-39-0 94800 94800  0.000 87.050 55050 5062 0742 o572 ‘
3 Hexad.. 112-39-0 93600 93600  0.000 5.0E5 50.00 ' : :
3.180- 143,150 29.050 319020059 33697
% Hexad.. 112-39-0 93300 93400  0.000 s 1 20050 9620797 o016
-:eiajr 1‘153:2 :iiﬁ 23;& gggg . 500 1000 1500 2000 2500 30,950 25044282 02740
0 2 8 e - : . 5 Ton [m/z] 31.950 3264.6968 03448 .,‘
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® MavavdvivivdvEvrmrBeeoHo sl
“ DataE.. ‘sProjec. =Seque. +Peak/. x = O .l*evaldemo [MSD] x = B 4 Comparison Scan * =a
N o % peraun ~| (& [ [&] [ M E [ [@ E EEEEEE
[ x| [ [=] @] [2] £
. . [U) UNKNOWN MS = RT: 5.278 | Rl: 0
Chromatagram: evaldemo H E 5
.A‘ Type RT [min]  RRT [min] RI Area 3.0E6 80.00 10634 i - 100.00
< APEAK 5278 0000 O 442745 soE2] 85 5000
¥ . PEAK 6431 0.000 0 698725 60.00
APEAK 7737 0000 0 590112 2066 14 |
4 PEAK  9.187 0.000 o 223584 40.00
PEAK 9772 0.000 0 550701 -50E21 4 85 -50.00
71
108 20.00 10E3 b 100.00
e ' : 57 '
i 20.0 40.0 60.0 80.0 1200 1600 2000
5.50 6.00 6.50 7.00 7.50 .00 8.50 9.00 9.50 ITon [m/z]
< > Time [min] < >
Number Peaks: 5 /5 | Scans: 0/ 0 < > [R] REFERENCE MS = NAME: Dodecane | CAS: | RT:0.0 | RI:0
@ Edit History ® Targets x = B OConsole 4 Scan Chart x = B ®Feedback + Scan Table =0
EEENEEE EEEEEEEE & EEE ==
Peak | Center RT: 5.278 | Center RI: 0 | Signal: 44274573 Peak Scan | RT: 5.278 | RI: 0 | Detector: MS1 | Type: Centroid | Signak: 3 Peak Scan | RT: 5.278 | RI: 0 | Detector: MS1 | Type: Centroid | Signal: 3
S 57 lon [m/z] Intensity Intensity [%] ~
P 100.00 (261 17556421 0.2483 ﬂ‘
5.0E5
85 5000 271 373607031 52843
Ra.. NaDmE CAS Match F.. _R_euer;e :I;‘I;h (K 4 281 118520701 16764
715! Deselect All TR (291 714612109 10,1076
= i : n: Select All " e 40.0 800 1200 1600 2000 + 289 1119.9443 0.1584 ‘
< Columns > Delete Targets Ion [m/z] L319 29293916 04143 “
Auto Chroma  ExportTable Selection > Verify Targets Check 31 || signals:64
Targets > Verify Targets Uncheck
L _ I iaanaigoasm o
1Ay Jaf A
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[ OpenChrom Lablicate Edition (McLafferty) - *
file Chromatogram Processors Plug-ins Window Help
™ BAvmrdr v drEOrEAvmr B POl WA |
#DataE.. Projec.. ' Seque.. +-Peak/.. * = T .i*evaldemo [MSD] x =8 4 Comparison Sean * =a
N @ T Default ML= E e 5 o @7@ @ (] [ E
1| |8 x #| @ @ E
f . . [U] UNKNOWN MS = RT: 5.278 | R O
Chromatogram: evaldemo i 3 . N 5
el D.. Integrator Suggest.. Best Target 3.0E6 80.00 10831 a7 100.00
Der... Trapezoid 0 Undecane sor] 85 5000
Der... Trapezoid 0 Biphenyl 60.00
Der... Trapezoid 0 1,1°-Biphenyl, 4-chlor 2.0E6 4 1f . e e L
Der... Trapezoid 0 unkown . 4000 4 85
Der... Trapezoid 0 Hexadecanoic acid, m{ 5082 71 -50.00
10k 20,00 1063 100.00
" i ! B !
3 200400600800 1200 1600 2000
550 6.00 6.50 7.00 7.50 8.00 8.50 9.00 9:50 Ion [m/z]
< N Time [min] < >
Number Peaks: 5 / 5 | Scans: 0/ 0 < N I . ™ ] > [R] REFERENCE MS = NAME: Undecane | CAS: | RT: 0.0 | RE 0
@ Edit History @ Targets * = B B Console_4 Scan Chart % = 2 ®Feedback + Scan Table * =0
EEREEEE BEEEEE EEEERE

Peak | Center RT: 5.278 | Center RI: 0 | Signal: 44274573

Peak Scan | RT: 5.278 | RE 0 | Detector: MST| Type: Centroid | Signal: 3

Peak Scan | RT: 5.278 | RI: 0 | Detector: MS1 | Type: Centroid | Signal: 3

VA o[ e mmem
Name  CAS  MalchF.. Reverse.. Malchin | PAE f J--35 50.00 : i;: ?;’;gg';g; 152:3
dndec 1120 31500 o700 0000 u L, 1 L201 714612100 10,1076
3 Dodec  117-40-3 98G00L- 5700 L 00na ¥ | g 500 1200 1600 2000 +299 11165443 0.1584
< > Ton [m/z] (319 20203916 04143 .
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& < BAravdvAv i A~Ermv@bes aHo s
# DataE.. Projec. '=Seque. «Peak/.. x = B .l*evaldemo [MSD] x = B 4 Comparison Scan * =a
%
© % Deraunt ~| & [ [&] [=] W [E ] [@ AEIEE
BEE SEIEIFIElE
[U] UNKNOWN MS = RT: 5,278 | R1:0
Chromategram: evaldemo
. e
A Type  RT[min] RRT[min] Rl  Area 6.0E5 15.00 (O sean 1 Scan 2 @) Library Search ® UR O [U-R] -
2 L PEAK 5278 0000 0 442745
© ~PEAK 6431 0000 0 608725 1063 phy oy 10000
A PEAK 7737 0000 0 590112 4085 10.00 4 85
< PEAK 9187 0000 0 223584 + 7+4 ik .
LPEAK 9772 0000 O 550701
2085 5.00 o] 485
103 43 ~100.00
I Ja J 200400 600800 1200 1600 2000
550 6.00 650 7.00 7.50 8.00 8.50 9.00 950 ITon [m/z]
< > Time [min] < >
Number Peaks: 5 / 5 | Scans: 0/ 0 < > [R] REFERENCE MS = NAME: Undecane | CAS: | RT: 0.0 RL O
==

= B @Feedback + Scan Table =

EEEEEEE FE

Peak Scan | RT: 9.187 | RI: 0 | Detector: MS1| Type: Centroid | Signal: 1

= B OConsole « Scan Chart =

=] B

@ Ediit History ® Targets *
o=

Peak | Center RT: 9.187 | Center RI:0 | Signal: 223584

REEEE=EEE

Peak Scan | RT: 9.187 | RI: 0| Detector: MS1 | Type: Centroid | Signak: 1

AR AT v|[* Pl lon [m/z] Intensity Intensity (%] ~
" 57 100.00 279 15778998 1000000 "
71 L2901 467.3361 296176
1,03 - - : !
V. Ra. Name  CAS Match F.. Reverse .. Match F.. ' [ | 000 o 14959300 8055
1 1 | ; 1409 437.167 27.7056
400 600 BO.O 100.0 1200 140.0 1600 431 9204415 583333
< >| Ion[m/z] 1439 1102.0253 8413 v‘
Auto  Chromatogram < 3 Signals: 15
o I icoamiEoABl
A s =~
7 KRB VIERRID
- : ez b A A%ﬂ%*‘
JA 3l edit, FARFIFEEL S NIl
[ OpenChrom Lablicate Edition (McLafferty) - *
File Chromatogram Processors Plug-ins Window Help
® WUy evd v iv drvdvEvmvy@cds CHO &S
“DataE.. Projec.. Seque.. «Peak/.. * = 9 .*evaldemo [MSD] = 9% Comparison Scan % =a
1 © % [Defaun ~ ||z [ |2 [N [T] |+ |y i = a5 £
1| B x = @ |® .
el - [U] UNKNOWRN MS = RT: 5.278 | R1: 0
Chromatogram: evaldemo
A Type  RT[min] RRT[min] RI  Area 6.0E5 1500 O'Scan 1O Scan 2 @ Library Search @ [UR] O [U-R] =
@ . PEAK 5278 0000 0 442745
@ A PEAK 6431 0000 O 698725 1.0€3 & A 5 100.00
CPEAK 7737 0000 0 500112 40E5 1000 4 85
~ APEAK 9187 0000 0 223584 +4- 1[‘ wiold .
S PEAK 0772 0000 0 550701
2085 500 4| 585
1083 434, -100.00
i . 200400 600800 1200 1600 2000
5.50 6.00 6.50 7.00 7.50 8.00 850 9.00 9.50 Ion [m/z]
< > Time [min] < >
Number Peaks: 5 / 5 | Scans: 0/ 0 < Al ! ! ! > [R] REFERENCE MS = NAME: Undecane | CAS: | RT: 0.0 | RE 0
@ Edit History ® Targets * = B 'OcConsole s Scan Chart * = B (Feedback + Scan Table * =e
ol ='aE E M oEEEEEEEEEE 25 P EHE
Peak | Center RT: 9.187 | Center RI:0 | Signal: 223584 Peak Scan | RT: 9.187 | RI: 0| Detector: MS1| Type: Centroid | Signal: 1 Peak Scan | RT: 9.187 | Rl: 0 | Detector: MS1 | Type: Centroid | Signak: 1
e EEE _ lon [m/z] Intensity Intensity [%] ~
o 57 . 100.00 279 1577.8998 100.0000
» - 1083 L 291 467.3361 206176
V. Ra. Mame  CAS Match F..  Reverse.. Malrhh.' | ' [ L 5000 e 1495 9308 28059
iy 1 L ; L4090 437.167 27.7056
400 600 80.0 100.0120.0140.0 1600 431 9204415 583333
< AN n Ton [m/z] 439 11020253 .
Auto’ Chromatogram < > Signals: 15

8 MBS

i (Enter $#). £ Peaks List F1_L & 8] 0 (3% (& b HIEAR SR Fbe ke b 59 1
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w [ ERNER g

# DataE.. 'CProjec.. = Seque.. « Peak/. *

vdviv iviivEvmyBSs QB0 &
=8 Jrevaldemo [MSD] x
%

@ T Default

VA-z;,.,,.JE-'f@

Chromatagram: evaldemo

.:ielD... Integrator Suggest.. Best Target 6.0E5 15.00
t Der.. Trapezoid 0 Undecane
tDer.. Trapezoid 0 Biphenyl
t Der.. Trapezoid 0 1,1"-Biphenyl, 4-chio 4.0E5 1000
tDer.. Trapezoid 0 FHIEREN
t Der.. Trapezoid 0 Hexadecanoic acid, |
2.0E5 % 5.00
:
{
I i3 J
5.50 6.00 650 7.00 7.50 800 850 9.00 950
< > Time [min]

Number Peaks: 5 /5 | Scans: 0/ 0

@ Edit History © Targets x

= B OConsole « Scan Chart =

- x
= O & Comparison Scan * =a
< wl [@ B
[U] UNKNOWN MS = RT: 5278 | R: 0
() Scan 1 () Scan 2 (®) Library Search @ [UR] ) [U-R] ] |a
5/
1.0E3 a7 100.00
4 85
% 7 U
4] 7 85
1083 3 -100.00
20.0 40.0 60.0 80.0 1200 1600 2000
Ton [m/z]
< >
> [R] REFERENCE MS = NAME: Undecane | CAS: | RT: 0.0 | RLO
= B @Feedback + Scan Table * =

EE

Peak | Center RT: 9.187 | Center RI:0 | Signal: 223584

4 [ x| o[£ EEEEREE

[

Peak Scan | RT: 9.187 | RI: 0 | Detector: MS1| Type: Centroid | Signal: 1

EE

"| y 2 lon [myz] Intensity
" 57 100.00 279 1577.8998
71 1 467.
V.. Ra. Mame  CAS Match F.. Reverse . MatchF.. 1.0E3 5000 :ifg Wigs;;‘w
O [ FNGEkAT] 100000 100000 100000 1 ) ; 408 37167
400 600 80.0 100.0120.0 14001600 L43.1 9204415
e 5 Ion [m/z] 439 1102.0253
Auto  Chromatogram < > Signals: 15

REEEE=EEE

Peak Scan | RT: 9.187 | RI: 0| Detector: MS1 | Type: Centroid | Signak: 1

~

Intensity [%]
1000000 .
296176
948052
277056
56.3333

69.8413

7 WELEY

5. %R peaks list

W SR 5 AN IE R 25 R, A B S /N IS 1 4% Peaks/Scan>Peak/scan(Delete

identification), B[ T]fjHl$gi,
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[

BAT v driv ivOvErmry@o< QB0 &

“ DataE.. Projec.. Seque.. «Peak/.. * = 9 .J%evaldemo [MSD]

- @ % [Defaurtil, ~ | E Rl = 4 [T

[y

Chromatogram: evaldemo
del D... Integrator Suggest.. Best Target 6.0E5
tDer... Trapezoid 0 Undecane
t Der.. Trapezoid O Biphenyl
tDer.. Trapezoid 0 1,1"-Biphenyl, 4-chlo) 40E5
rapezciA 0 =
t Der. 1r}%§z} Deselect Al
Select All 2.0E5
Columns. >
Export Table Selection > I |
BeakySCaE I Pesluscan cations) 1| 8.00 850 9.00 9.50
Peaks (Activate for Analysis) 3
< - Peaks (Deactivate for Analysic) rin]
Number Peaks: 5 /5 | Scans: 0/ 0 Peaks (Edit Classifier)
Peaks (Ediit Internal Standard)
@ Edit History @ Targets * x

Big o & o=
Peak | Center RT: 9.187 | Center REQ | Signa: 223584

oE=EE

s

Peak Scan | RT: 9.187 | RI: 0 | Detector: MS1 | Type: Centroid | Signal: 1

- X
< B 4 Comparison Scan * =)
RN
[UT UNKNOWN MS = RT: 9.187 | R1: 0
(O Scan 1 () Scan 2 (® Library Search ® [UR] J [U-R] o [«
1,063 {52 57 100.00
44 71
5.0€2 | 50.00
1 1 ‘ [ 1 s
400 600 B00 1000 1200 1400 1600
Ton [m/z]
< >
>
= 2 MFeedback + Scan Table * -
EE 3 B & [E] =] = B [E

Peak Scan | RT: 9.187 | RI: 0 | Detector: MS1 | Type: Centroid | Signal: 1

”]F %[z lon [m/z] Intensity Intensity [%] ~
" 57 - 100.00 1279 1577.8998 100.0000
V. Ra. Mame  CAS . MalchF.. Reverse . Matchf.. 1.063 ' [ 5000 ‘;3'; :g;’:;;‘jg Sg'ﬁ;gg
. | I L31 L
‘y . . 100000 700000 100000 | Y I 0 I . 409 amier 277086
400 600 80.0 100.0120.0140.0 1600 431 9204415 583333
<l . Ton [m/z] (439 1102.0253 69.8413 .
Auto  Chromatogram < > Signals: 15
. i | 1770Mof 2048M

Yes, HATHEEAE.
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P MavavdvivivdvEdvrmrBoeono el

= = O & Comparison Scan * =a

# DataE.. '&Projec.. =Seque.. « Peak/. * 8 *evaldemo [MSD] *

o % peraut ~|[=[2][2] 2 FIE
SEIEIFIEIE
[U] UNKNOWN MS = RT: 9187 | RE:0
Chromatagram: evaldemo
. : . . e
del D... Integrator Suggest.. Best Target 6.0E5 1500 (O sean 1 Scan 2 @) Library Search ® UR O [U-R] =
t Der.. Trapezoid 0 Undecane
tDer.. Trapezoid 0 Biphenyl
t Der... Trapezoid 0 1,1"-Biphenyl, 4-chlo 4085 1000 1063432 57 100.00
tDer.. Trapezoid 0 FAITEET 44 71
tDer.. Trapezoid 0 Hexadecanoic acid, nf
2085 | ‘ £ 5.00 5.0E2 ‘ 50.00
'l
Delete Peaks/Scan Identifications 1 | L )
400 600 800 1000 1200 1400 160.0
Ton [m/z]
0 Would you like to delete the selected peaks/scan identifications? N
< >
Number Peaks: 5 / 5 | Scans: 0/ 0 <
@ Ediit History ® Targets * = dback  Scan Table x =0
EEENEEEE BEE= [o] % =&
Peak | Center RT: 9.187 | Center RI:0 | Signal: 223584 Peak Scan | RT: 9.187 | RI: 0 | Detector: MS1| Type: Centroid | Signal: 1 Peak Scan | RT: 9.187 | RI: 0 | Detector: MS1 | Type: Centroid | Signak: 1
mi=lElE lon [m/z] Intensity Intensity (%] A
! 57 100.00 279 15778998 100.0000 .‘
71 (291 467.3361 296176
1.063 - - :
Y" Ra Name  CAS :”D“JJ‘]E IR;E(;:] :";;E ' ‘ ‘ 50,00 L3109 14959309 94,8052
G . . iy 1 | ; L 409 437.167 27.7056
400 600 BO.O 100.0 1200 140.0 1600 L 431 9204415 583333
< > Ton [m/z] 439 11020253 69.8413 \,‘
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File Chromatogram Processors Plug-ins Window Help
® MavavdvivivdvEvrmrBeeoHo sl
# DataE.. Projec. '=Seque. «Peak/.. x = B .l*evaldemo [MSD] x = B & Comparison Scan * =a
: © & peraunt ~| (& [ [&] [=] 2 @ [ @ | [a] [&
N 2AENEIE
= (U UNKNOWN MS = RT:9.187 | RE: 0
Chromatagram: evaldemo
- . . . Fs
del D... Integrator Suggest.. Best Target 6.0E5 15.00 (sean 1. Scan 2 () Library Search ® [UR] O [U-R] L
tDer.. Trapezoid 0 Undecane N -
tDer.. Trapezoid 0 Biphenyl
tDer... Trapezoid 0 1,1"-Biphenyl, 4-chlo 4085 1000 106332 57 100.00
tl 44 71
2085 -y R 500 502 50.00
[ 1 1 | s
L i J J\ 400 600 800 1000 1200 1400 160.0
550 6.00 650.7.00 7.50 8.00 8.50.9.00 950 ITon [m/z]
< > Time [min] < >
Number Peaks: 4 / 4| Scans: 0/ 0 < ik TRIFaEFr A b, e >
@ Edit History ® Targets ~ B ©Console & Scan Chart x = B @Feedback + Scan Table % ==
EEE- I ) - EEEERELE] BE o= & ¥
No target data has been selected yet. Peak Scan | RT: 9.187 | R 0| Detector: MS1 | Type: Centroid | Signak: 1 Peak Scan | RT: 9.187 | RI: 0 | Detector: MS1 | Type: Centroid | Signal: 1
. = lon [m/z] Intensity Intensity %] ~
V.. Ra.. Name CAS Match F.. Reverse.. MatchF.. 57 100.00 L9279 1577.8998 1000000
I 1.0E3 o 7L L2901 467.3361 296176
i ‘ | 50.00 319 1495.9309 94,8052
iy 1 | ; L 409 437.167 27.7056
400 600 800 100.0120.0140.0160.0 + 431 9204415 58.3333
Ion [m/z] 439 1102.0253 69.8413 .
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@ @AY ov Ly iv v OwEwmey me [oRr WA ]
# DataE.. Projec. '=Seque. «Peak/.. x = B .l*evaldemo [MSD] x = B 4 Comparison Scan * =a
: o & peraun ~| (& [ [&] [ M E [ [@ E [@ FIE
W E=EFEEE
[U] UNKNOWN MS = RT: 6431 | R0
Chromategram: evaldemo
- : . . -
RT[min] RRT[min] Rl Area Start R, 6.0E5 1500 (O sean 1 Scan 2 @) Library Search ® UR O [U-R] =
T Aawe nann )
¢ DeselectAl 1063/ 144 0000
¢ - SelectAll 4.0E5 1000
¢ ¢« Columns 76.100
Export Table Selection N '75‘500‘ T
Peaks/Scans 20E5 5.00 : :
10834 eannd -10000
1 400 600 800 1000 1200 1400 1600
550 6.00 650 7.00 7.50 8.00 8.50 9.00 950 ITon [m/z]
< > Time [min] < >
Number Peaks: 4 / 4| Scans: 0/ 0 < > [R] REFERENCE MS = NAME: Biphenyl | CAS: | RT: 0.0 | RE.0
@ Edit History ® Targets * =B OConsole « Scan Chart * = 5 ®Feedback . Scan Table ==
EEENEEEE EEEEEEEE EE [BE = G| =] =
Peak | Center RT: 6431 | Center RI: 0| Signal: 69872519 Peak Scan | RT: 6431 | RI: 0| Detector: MS1| Type: Centroid | Signal: 3 Peak Scan | RT: 6.431 | RI: 0 | Detector: MST | Type: Centroid | Signak: 3
; I Int Intensity (% A
V.. Ra. Name  CAS Match F.. Reverse. Match|a 20te 15441 600 on [m/z] ntensity ntensity (%]
- e TR oo 5 ) ! 1 26050 11109878 0.0691 ﬂ‘
R — § y 1.0E6 £ 26950 3161.4282 0.1967
® Biphe.. 92524 94300 94600 0000 5000 raso s teas 02300
i Biphe.. 92-52-4 94300 94300  0.000 76.100 o0 ronre Pt
: Z'::;' gi:z:a 3:":‘23 giﬁg ggx . 400 600 800 12001400 1+ 37.000 9923094 00617
< : : : > Ion [m/z] + 38,000 30317798 0.1886 v‘
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&8 OpenChrom Lablicate Edition (Melafferty) - x
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@ @AY ov Ly iv v OwEwmey me [l 9~ ]
# DataE.. Projec. '=Seque. «Peak/.. x = B .l*evaldemo [MSD] x = B & Comparison Scan * =a
: © & peraunt ~| (& [ [&] [=] 2 @ [ @ FIE
1| |& (R | = @ E
(U} UNKNOWN MS = RT: 6431 | R0
Chromatagram: evaldemo
RT[min] RRT[min] Rl Area Start R 605 15.00 ) sean 1. Sean 2 @ Library Search =
¢ 5278 0000 0 442745 5230 ] -
¢ 6431 0000 0  698725. 6367 10634
¢ 737 405 1000
b — 76.100
- Deselect All In " .
Select All 2085 500 76.000
Columns > 10834
?ptz:mssecuon 2 E”Pmarzﬁm ""?fn e wdo 400 600 800 1000 1200 1400 1600
'eal Cans > opy to Clipboar
oy oo 7.00 7.50 8.00 850 9.00 950 Ton [m/z]
< > Time [min] < >
Number Peaks: 4 / 4 | Scans: 0/ 0 < il A . e > [R] REFERENCE MS = NAME: Biphenyl | CAS: | RT: 0.0 | RI: 0
@ Edit History ® Targets ~ B ©Console & Scan Chart x = B @Feedback + Scan Table % ==
EERE T - PEEEEELT (S BEEEE
Peak | Center RT: 6431 | Center RI: 0 | Signal: 69872519 Peak Scan | RT: 6431 | &I: 0| Detector: MS1| Type: Centroid | Signal: 3 Peak Scan | RT: 6.431 | R: 0 | Detector: MST | Type: Centroid | Signak: 3
N F: I Ints Intensity [%] ~
V. Ra. Name CAS  MatchF. Reverse. Matchin| . 15440 0000 onlmizl ensity ensity (%]
C G 4 Biphe. 92.594  oiib0D. 970081 0000 I ! 1 26050 11109878 0.0691
S . 1.0E6 £ 26950 31614262 0.1967
% Biphe.. 92524 94300 94600 0000 5000 27.950 38525542 02397
i Biphe.. 92-52-4 94300 94300  0.000 76.100 :32'050 ronre Pt
. ﬂ::;' :i}s,z;:a 3:'4.:3 Eiﬁﬂ g . 400 600 BOO 12001400 37.000 992.3094 00617
< : - . : | Ton [m/z] + 38000 30317798 01886 .
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